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Single-molecule electrical sequencing is a potential innovative technology to realize drug discovery, diagnostics, and
therapeutics on the basis of genomic information and a potential destructive technology to realize the rapid growth of the big
DNA sequencing market. By analyzing big data obtained from the time traces of single-molecule conductance, this single-
molecule technology allows us to read genomic information that existing technologies cannot read. Here, we introduce the
current status of R&D on single-molecule electrical sequencing technology and the issues that are expected to be overcome

using machine learning.
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