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Structural analysis of RDF graph for assisting in writing a SPARQL query
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Many databases in life science are provided in Resource Description Framework (RDF) model. However, it may be
difficult for users who are not familiar with Semantic Web technologies to understand RDF datasets and write a semantic
query for them. In this study, for such users, we propose a human-understandable representation of RDF datasets based on
class-class relationships appearing in the datasets. The two technologies for the representation are introduced: a labeled multi
graph named class graph to display class-class relationships and an RDF specification named SPARQL Builder metadata to
obtain and store required metadata for construction of a class graph. In addition, as a practical application, we introduce the
SPARQL Builder system, which assists users in writing semantic queries for RDF datasets.
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