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Integration and promotion of reuse of phenotype data of disease model animals using RDF
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Experimental animals play crucial roles in the basic medical research aiming elucidations of pathogeneses and

development of treatment protocols of diseases. “Phenotype” of experimental animals and “Symptom” of human diseases are

key concepts, which should be mutually mapped and disseminated as the informational source for the basic medical research.

Therefore, it is desired that development of the informational infrastructure to promote collection, reuses and intelligent

processing of phenotype/symptom data. We have started “J-phenome” (http://jphenome.jp) project, a trial of data integration,

reuse and dissemination of phenotype data produced in Japan using the Resource Description Framework. In this report, we

describe overview of J-phenome and discuss advantages of Resource Description Framework related technologies.
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