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Interactive platform for gene expression analysis based on Semantic Web technologies
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We developed an application which integrates various biological datasets and provides a faceted query interface for

interactive analysis of gene expression data. In the course of gene expression analysis, it is required to interpret data by

referencing knowledge bases of genetics, pathways, diseases and drugs. However, because those external resources are often

stored in distributed databases in various formats, it is hard for biomedical scientists to use them in combination. Semantic

Web technologies are suitable for integration of those heterogeneous datasets using Resource Description Framework (RDF)

and providing a faceted search interface. In this work we applied this platform to the gene expression analysis of Alzheimer’s

disease.
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* GSE4757 Neurofibrillary tangles

* GSE16759 Parietal lobe cortex

* GSE18309 Peripheral Blood Mononuclear Cells

* GSE28146 Hippocampus of incipient patients

* GSE29652 Astrocyte (ApoE genotype)
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