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In biomedical research field, diverse and large amount of data has been produced, which has been resulted in lots of
databases in the field. Database Center for Life Science in Japan has focused on building infrastructure to enable an effective
use of such data in an integrated way by using Semantic Web technology. As part of the efforts, we have been developing
Growth Medium Ontology (GMO), which describes nutritional and other components of growth media used for growing
microorganisms. We have also created a linked open data of growth media based on the GMO. This paper presents the newly

developed resources and discusses how to utilize them in integration with other life science-related LODs.
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