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The integrated phenome database with semantic web technology
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The phenome is the set of phenotypes correlated each other through common molecular pathways underlying, evolutional
relationships of molecules or biological interaction between environments. Understanding of phenome or individual
phenotypes is one of the fundamental issues to promote innovation in the biomedical science. We have tried to integrate
variety of phenotype data using semantic web technologies and RDF data format. We designed scheme of phenotypic data
based on the study of upper ontology, and also designed interrelationships among different data, gene, organisms and
molecules. Using these linked data, we developed applications to propose “recommendations” of biological materials, which
show similar phenotype to selected material by users. In this paper, we report application of semantic web technology for

improvement of access to biological resources.
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