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Task Designs for Crowdsourced Data Curation in Genomic Studies
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In lifescience studies, data scale of generated genomic sequences has grown rapidly by technological innovation.
Consequently data curation for genomic annotations by manual operation tends to be omitted due to high cost. We
have developed an automatic annotation system of large-scale genomic data and a community annotation/curation

system for online journal texts.

In this report, we introduce several crowdsourced tasks such as image-based

annotation of gene structure, discrimination of professional words to investigate difference of precision between
expert curators and crowd workers. Further, towards curation task design, we propose a quantitative measure of
professional /non-professional tasks as the degree of difficulty annotation task.
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*7 http://crowdsolving.jp/
*8 http://crowddu.org/
*9 http://www.kokopin.com/
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