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Ontology-based integration of huge linked data and upgrading SPARQL
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In the life-science field, huge amounts of various raw data sets are generated through experimental technical innovations
such as next-generation sequencers. \We categorized such data sets including 826 million data records into 764 classes on the
basis of OWL ontologies and published these as downloadable files for each class on our BioLOD.org web site. Since
conventional SPARQL query techniques cannot be applied against such huge data sets, we also developed the
BioSPARQL.org web site that allows those who do not know the structure of the linked data in the web to generate and
execute a SPARQL query by supporting them with an intelligent ontology based query and data management system using a
graphical user interface that downloads a “snapshot” locally for local processing of only the needed necessary subsets of data

of the huge datasets.
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