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Intelligent Molecular Control is a new concept which may change the direction of
bioinformatics from molecular analysis to molecular design. “Systems Biology” has been
widely studied to understand life phenomena from the view point of systems science. It has
succeeded to analyze the dynamical behavior of life phenomena as interaction networks of
bio-molecular parts. In order to beyond the limitation of system biology and to understand the
whole behavior of life phenomena, design and synthesis of bio-molecule control systems are
necessary. This paper summarizes the issues and approaches towards intelligent molecular

control.
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