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‘We propose an automatic design method to synthesize systems composed of biological molecules, and a modeling
method of DNA molecule for efficient design. By regarding the design of molecular reaction system as a combi-
natorial optimization problem and applying heuristic algorithm, the purpose of the research is to automatically
search for a system with a mechanism that has the function of interest. When the number of molecular species in
a system increases, appropriate modeling is necessary to avoid a combinatorial explosion among molecules.
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