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A Contrast Set Mining Algorithm for Segmentation of Ordered Groups
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One of the most important tasks in data mining is to detect contrasting features of different groups of objects.
Several researchers have developed methods to find contrast sets, which represent differences between two groups.
In the previous studies, for a given pair of groups, one group is simply contrasted with the other group to find
contrast sets. This means that which pair of groups should be contrasted is not taken into account. In this paper,
in order to find pairs of groups to be contrasted, we consider merging some groups and contrasting the union of
groups with the others. We tackle the problem of segmentation of ordered groups based on contrast sets. To
segment groups, we have to cope with a complexity of all possible group segmentations, in addition to a difficulty
of mining contrast sets. We show some monotonicity of itemset frequency concerning segmentation of ordered
groups, and develop an efficient algorithm based on the monotonicity. In our experiment, we apply our algorithm

to a biological data of influenza virus gene sequences.
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procedure Main() :
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begin
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end
return Seg;
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