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Knowledge Discovery from Protein-Protein-Interaction Data though Network Analysis
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“Molecular switches” are molecules related to the signal transduction which switch on / off to the cell function modules.
Analyzing the molecular switches is expected to contribute the presumption of the carcinogenesis process and discovery the
target of treatments. In this paper we have extracted the “molecular switches” from the protein-protein-interaction network

and analyzed the characteristics of them.
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